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Basics of nanopore sequencing
Os basicos da sequenciacdo nanopore

DNA double helix

I Ammeter
- Voltage source

Unwinding enzyme

Nanopore

s v

Membrane
lonic current

Kerstin Goepfrich (www.scienceinschool.org)

N

'{F UNIVERSITY OF OULU



(Portable) ONT Platforms

PromethION P2 Solo
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Native Barcoding Kit
High molecular weight gDNA

Optional
fragmentation

Combined FFPE repair
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Error rate improvement
Melhoria da frequéncia de erros
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Nanopore errors
Erros da nanopore
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Consensus Accuracy
Precisdao do consenso

Percent distance to lllumina consensus

ﬁé?é

o 200 a0 40 s sdo 700 a0
Assembly coverage

00~

f 2 3 4 0 8 70

Krehenwinkel et al. 2019 GigaScience

Ay
I{L;] UNIVERSITY OF OULU

Percent distacne to lllumina consensus




Accuracy - Pore improvement
Precisdo - Melhoria do poro

R10: a new nanopore
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Indexing

Indexacao
Index DNA barcode
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DNA Barcoding

Bothriechis schlegelli
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100% accuracy

AGGTCGTARACCTTCTTTT » TTATTTC
TATTGGGTTTARTAGGTTAGT TAMGCTTCACAGE

GTCTTCTGGTCTTATGTTGGTATTCTAGCTTTT GTACTAGGAGATCAGTTT AATTGATTT GTTATAAGAGAC

AGTCGOGCTCTCATTTTGCCTTTCATACAGGTC TACAATTARTAGACAAAT GATTATGCTACCTTTGACGG

Pomerantz et al. 2018
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